Refinement R[F 2 > 2(F 2 )] = 0.044 wR(F 2 ) = 0.112 S = 1.02 3920 reflections 243 parameters H atoms treated by a mixture of independent and constrained refinement Á max = 0.19 e Å À3 Á min = À0.18 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Data collection: SMART (Siemens, 1996); cell refinement: SAINT (Siemens, 1996); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008a); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL. Fig. 1 . Thermal ellipsoid representation of the title compound with the intramolecular hydrogen bond indicated as dashed line. Displacement ellipsoids were plotted at 50% probability level. 
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